. RNA architecture and secondary structure were predicted using Mfold program 26 . These LCRs diverge in length and at a sequence level, but the RNA architecture and secondary structure are evolutionarily conserved. Abbreviations used see Supplementary Table S1 . RNA architecture and secondary structure were predicted using Mfold program 26 . These LCRs diverge in length and at a sequence level, but the RNA architecture and secondary structure are evolutionarily conserved. These LCRs consist of four subunits.
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Supplementary Figure S6 . Evidence of covariation that maintain the dsRNA structural integrity of the LCR in Hymenopteran species. Symbols used are the same as in Figure 3 .
a-d represents four dsRNAs (I-IV). The phylogenetic relationship among the Hymenopteran
species was used in this study 28 . The dsRNA structure in each species is shown on the right. In addition, the size of the loop is indicated. Nucleotide covariation that maintains the structural integrity of the dsRNA was shaded in blue, and the covariation intermediates (U-G, G-U) were shaded in yellow.
Supplementary Figure S7 . The architecture and secondary structure of LCR in mosquitoes (A. darling, A. gambiae, and M. destructor), T. castaneum, A. pisum, P.
humanus, and D. magna. RNA architecture and secondary structure were predicted using Mfold program 26 . Symbols used are the same as in Figure 2 . Abbreviations used see Supplementary Table S1 .
Supplementary Figure S8 . The architecture and secondary structure of LCR is conserved in Lepidopteran species. RNA architecture and secondary structure were predicted using Mfold program 26 . Abbreviations used see Supplementary Table S1 . Hymenopteran species was used in this study 28 . The dsRNA structure in each species is shown on the right. In addition, the size of the loop is indicated. Nucleotide covariation that maintains the structural integrity of the dsRNA was shaded in blue, and the covariation intermediates 
Supplementary
CGGAATTCCAGTTTCCAAACAAAAATAAT TT Dme6-5-1 GGCGGTACCTGGTATTGCCCTCTGGAGA Dme6-3-2 TGTGTGGGAGGATCGATCTTA Dme6-3-1 AGACAATCGAATCGATGGGGTATCCA Dme6-5-D1-2D5-6 GCGGTACCTCAAATAGAATAGATACAAATCA Dme6-3F-D3D5 GCACTAGTATTTGAGCTGTAGATGAGAAAAC Dme6-5-D1-4 GCGGTACCTTGTTTGGATTTTGCACTCAAAC Dme6-3B-D3D5 ATGGCCCCTCTGTCTGGATCCAGAC Dme6-3-D2-6 CGGGATCCAAAAAAAAACTTCAGTTATCGTAG AT Dme6-5B-D3D5 GCACTAGTATGTGTTCACTAAATATTTGAA Dme6-3-D3-6 CGGGATCCATTTGAGCTGTAGATGAGAAAACTC C Dme6-5-D1D6 GCGGTACCTTTTGCTGTAGAGTAAATTTCAA Dme6-3-D4-6 CGGGATCCAGAATAGAAACAAATCAATATTTAT A Dme6-3-D1D6 GCGGATCCTTGTTTGGAAACTGCAATCAATA Dme6-3F-D1D3D6 GCACTAGTGGTTTTTGGCTAGTATATTGGCA Dme6-3-D5D6 GCGGATCCTTTGACATTAAATTTATGTGTTC Dme6-5B-D1D3D6 GCACTAGTTTTTGCTGTAGAGTAAATTTCAA Dme6-5-D1D2D3 GCGGTACCTATGTGTTCACTAAATATTTGAA MT-1 GCAGCAAAATCAAGTGAATCAT Dmcam6M-5-1 GACGAATTCTTTTAACCAATTTGGCACTTTATAA Dmcam6M-3-1 GACGAATTCGTTTTTGAAGTCGATTGGTT TTTGGCTAGTATATTGGC Dmcam6M-5-2 ATTGTCGACTGTAGAGTAAATTTCAAAAGATAC Dmcam6M-3-2 ATTGTCGACAATCGACTTCAAAAACTAGA TGTTGCAAGAAATTTATACG Dmcam6M-5-4 GACGAATTCATACAAAGTTTAAATAAATTTGT Dmcam6M-3-4 GACGAATTCCTCAAAAGAGTAGATGTGC AAAAAAAAACTTCAGTTATCGTAG Dmcam6M-5-5 ATTGTCGACAAATAGAATAGATACAAATCAAG Dmcam6M-3-5 ATTGTCGACATCTACTCTTTTGAGGTTTT CATACAAATCGTATTGGGATAACAC Dmcam6M-5-7 GACGAATTCTTAAAATACATATTATAAATATTG Dmcam6M-3-7 GACGAATTCTAAACAAAGATAAGTATTTG AGCTGTAGATGAGAAAACTC Dmcam6M-5-8 TAAGTCGACTAAACATAGATAAGTTATGTGTTCAC TAAATATTTG Dmcam6M-3-8 TTAGTCGACTTATAATATGTATTTTAATAC TTG Dmcam6M-3-9 TTAGTCGACTTATAATATGTATTTTAAGAA TTC Dmcam6M-5-10 GACGAATTCAGATATTAAGCATTTCGATAAT Dmcam6M-3-10 GACGAATTCAAGTTTATAAATCACTTGTG TTAAGAATAGAAACAAATCAATATTT Dmcam6M-5-11 ATTGTCGACATTTAATGTCAAATTGTTTGG Dmcam6M-3-11 ATTGTCGACAAGTGATTTATAAACTTGTA TGATAAGTTTTAAATTCTTTTAC Dmcam6M-5-13 GACGAATTCCAATGTAATTAATTGATATTGATTG Dmcam6M-3-13 GACGAATTCACGTCGGAGGTTTGTTTTTG ACATTAAATTTATGTGTTC Dmcam6M-5-14 ATTGTCGACTTTAAACAACAAACAAGCAACAATT C Dmcam6M
D. elegans
Del-intron-5-b GGCGGATCCAAACTTCAGTTATTAATATTTGTTTGT C Del-e242-3-B GCGGGATCCAGACTTAGACTACAGCAAC AATTC
D. virilis
Dvi-intron-5-b GGC GGATCC TCAGTTATCCGTTCTTGTGGCAG Dvi-e220-3-B GCGGGATCCAGTACAGAGCAACAATTTT CTGATCG Dvi-M1-5-S TGCGTCGACACACTTAATGACTCATTTTAATAGTT CAGTAATTTACA Dvi-M1-3-S TGCGTCGACGCAAGGAAAATGCCAATGG ATAT Dvi-M2-5-E GCCGAATTCATAATATATAAAAATATATTTTAG Dvi-M2-3-E GCCGAATTCACACTTAATGACTCCTATTAAAAT
